Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.102; data-to-parameter ratio = 13.8.
The title compound, C 13 H 13 NO 4 , is one cyclization product of the reaction of ethyl 1-(2-bromoethyl)-4,7-dimethoxy-1Hindole-2-carboxylate with sodium azide in refluxing dioxane and was synthesized with the aim of finding new compounds with biological properties. Bond lengths and angles are within the expected values and confirm the bond orders giving in the scheme. The shortest contacts between molecules are set along the a axis, where stacked molecules related by an inversion center form an ABAB array throughstacking interactions with centroid-centroid distances ranging from 3.922 (2) to 4.396 (2) Å . Weak C-HÁ Á ÁO hydrogen bonds further stabilize the structure. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày; Àz þ 2; (ii) Àx þ 1; Ày À 1; Àz þ 2; (iii) Àx þ 2; Ày; Àz þ 2. Other efficient cyclizations have been reported also (Abbiati et al.,2005; Brudeli et al., 2010; Fu et al., 2010) . The molecular structure of the title compound is represented in Fig. 1 . Bond lengths and angles are within the expected values and confirm the bond orders giving in the Scheme. The e.s.d. for the molecular plane, as well as the bond distances and angles for the indol fragment, are within the expected values for bicyclic aromatic systems [r.m.s deviation = 0.006 (1) Å]. The shortest contacts between molecules are set along the crystallographic axis a, where the stacked molecules related by an inversion center form an ABAB array. Centroid to centroid distances range from 3.922 (2) to 4.396 (2)Å ( Table 2 ). Weak C-H···O hydrogen bonds further stabilize the structure (Table 1) .
Related literature

Experimental
Experimental 6,9-Dimethoxy-3,4-dihydro-1H-[1,4]oxazino[4,3-a]indol-1-one (2) Sodium azide (40 mg, 0.62 mmol) was added to a solution of ethyl 1-(2-bromoethyl)-4,7-dimethoxy-1H-indole-2carboxylate 1 (100 mg, 0.28 mmol) in dioxane (5.0 ml) and the mixture was stirred at reflux for 4 days. The suspension was filtered and the solvent was removed in vacuum to give a residue, which was purified by flash column chromatography (CH 2 Cl 2 ) to give 6,9-dimethoxy-3,4-dihydro-1H-[1,4]oxazino[4,3-a]indol-1-one (2) (27 mg, 39%) as a white solid. mp: 419.0-419.5 K (Fig. 3 ).
Refinement
H atoms were placed in idealized positions with C-H distances 0.95 -0.98 Å and thereafter treated as riding. A torsional parameter was refined for each methyl group. Uiso for H were assigned as 1.2 times Ueq of the attached C atom (1.5 for the methyl groups). Fig. 1 . The structure of the title compound, with displacement ellipsoids drawn at the 50% probability level and H atoms with arbitrary radius. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0227 (7) −0.0024 (5) 0.0019 (5) 0.0000 (6) C3 0.0218 (7) 0.0199 (7) 0.0212 (7) 0.0007 (5) 0.0023 (5) 0.0006 (6) O4 0.0275 (5) 0.0220 (5) 0.0192 (5) −0.0008 (4) 0.0039 (4) −0.0007 (4) O5 0.0297 (5) 0.0293 (6) 0.0185 (5) −0.0027 (4) 0.0049 (4) 0.0024 (4) C5 0.0145 (6) 0.0228 (7) 0.0208 (7) 0.0019 (5) 0.0010 (5) 0.0003 (6) C6 0.0143 (6) 0.0220 (7) 0.0185 (7) 0.0032 (5) 0.0031 (5) 0.0034 (5) C7 0.0137 (6) 0.0200 (7) 0.0204 (7) 0.0020 (5) 0.0023 (5) 0.0024 (5) C8 0.0115 (6) 0.0215 (7) 0.0201 (7) 0.0035 (5) 0.0013 (5) 0.0014 (5) C9 0.0127 (6) 0.0209 (7) 0.0235 (7) 0.0018 (5) 0.0020 (5) −0.0010 (6) C10 0.0175 (7) 0.0271 (8) 0.0214 (7) 0.0021 (6) 0.0032 (5) −0.0051 (6) C11 0.0180 (6) 0.0299 (8) 0.0206 (7) 0.0029 (6) 0.0062 (5) 0.0010 (6) Symmetry codes: (i) −x+1, −y, −z+2; (ii) −x+1, −y−1, −z+2; (iii) −x+2, −y, −z+2.
Table 2
Weak π-π intermolecular interactions. 
